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<210> 1 
<211> 998 
<212> DNA 

<213> Triticum aestivum 

<220> 
<221> CDS 
<222> 25..660 

<400> 1 

accagcacca agaaaacaaa aagc atg aag atg atg age ace agg gee etc 

Met Lys Met Met Ser Thr Arg Ala Leu 
1 5 
gcg etc ggc gcg get gec gtc etc gec ttc gee gcg gcg acc get cag 
Ala Leu Gly Ala Ala Ala Val Leu Ala Phe Ala Ala Ala Thr Ala Gin 
10 15 20 25 
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l» 1 



gcc cag agg tgc ggc gag caa ggc age aac atg gag tgc ccc aac aac 147 
Ala Gin Arg Cys Gly Glu Gin Gly Ser Asn Met Glu Cys Pro Asn Asn 

30 35 40 

etc tgc tgc age cag tac ggc tac tgc ggg atg ggc ggc gac tac tgc 195 
Leu Cys Cys Ser Gin Tyr Gly Tyr Cys Gly Met Gly Gly Asp Tyr Cys 

45 50 55 

ggc aag ggc tgc cag aac ggc gcc tgc tgg ace age aag cgc tgc ggc 243 
Gly Lys Gly Cys Gin Asn Gly Ala Cys Trp Thr Ser Lys Arg Cys Gly 

60 65 70 

age cag gcc ggc ggc gcg acg tgc acc aac aac cag tgc tgc age cag 291 
Ser Gin Ala Gly Gly Ala Thr Cys Thr Asn Asn Gin Cys Cys Ser Gin 

75 80 85 

tac ggg tac tgc ggc ttc ggc gcc gag tac tgc ggc gcc ggc tgc cag 339 
Tyr Gly Tyr Cys Gly Phe Gly Ala Glu Tyr Cys Gly Ala Gly Cys Gin 
90 95 100 105 

ggc ggc ccc tgc cgc gee gac ate aag tgc ggc age cag gcc ggc ggc 387 
Gly Gly Pro Cys Arg Ala Asp He Lys Cys Gly Ser Gin Ala Gly Gly 

110 115 120 

aag ctg tgc ccg aac aac etc tgc tgc age cag tgg gga ttc tgc ggc 435 
Lys Leu Cys Pro Asn Asn Leu Cys Cys Ser Gin Trp Gly Phe Cys Gly 

125 130 135 

etc ggt tec gag ttc tgc ggc ggc ggc tgc cag age ggt get tgc age 483 
Leu Gly Ser Glu Phe Cys Gly Gly Gly Cys Gin Ser Gly Ala Cys Ser 

140 145 150 

acc gac aaa ccg tgc ggc aag gac gcc ggc ggc aga gtt tgc act aac 531 
Thr Asp Lys Pro Cys Gly Lys Asp Ala Gly Gly Arg Val Cys Thr Asn 

155 160 165 

aac tac tgt tgt age aag tgg gga tec tgt ggc ate ggc ccg ggc tat 579 
Asn Tyr Cys Cys Ser Lys Trp Gly Ser Cys Gly lie Gly Pro Gly Tyr 
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170 175 180 185 

tgc ggt gca ggc tgc cag agt ggc ggc tgc gat ggt gtc ttc gcc gag 627 
Cys Gly Ala Gly Cys Gin Ser Gly Gly Cys Asp Gly Val Phe Ala Glu 

190 195 200 

gcc ate acc gcc aac tec act ctt etc caa gaa tgatgatcaa tettgetatg 680 
Ala He Thr Ala Asn Ser Thr Leu Leu Gin Glu 

205 210 
geagtattge aacgacgaat aatccgtggc aatctcattg ccacctacgg tttcccttga 740 
cttactttta gagtactagt ccttaataat tctctagctt gcaatatgat gtgcaggtta 800 
ctgeagcaga aacaaaatat tgctgtcgtg catgcatgga aatattgcag tgagaaagta 860 
ctgtgtggca atatagggtg tgctattgtt geegcaaatt agttttcttg ttatgacctg 920 
ttgtcaggat geatgeatgg ctgttgtaat gttggagtac ttcgtgattt cgttgcaata 980 
tattaccatg gttctcac 998 

<210> 2 
<211> 3935 
<212> DNA 
<213> Mus musculus 

<220> 

<221> exon 
<222> 1369.. 1423 

<220> 

<221> intron 
<222> 1424..1576 



<220> 

<221> exon 
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<222> 1577.. 1701 
<220> 

<221> intron 

<222> 1702..2650 

<220> 

<221> exon 
<222> 2651. .2767 

<400> 2 

gettaactgg tttcctgaaa ggtatcttgg agataggaac agactctcag agcatggtca 60 
gaaagccaca gctcatcaat gaaatggtca gggacttcct gtcctgctcc atgcataaat 120 
gaaagacgaa gacaactcaa attggcattt gaggggcaga taaacaggag catccggtag 180 
tttcacaggt ggtcgggtag caggagccgg gttggttggt tggtctgtgg agagtgcagg 240 
gattaaggga agaggcctgg accccaactt cttccttggc tacccccctg aaaatgtcac 300 
ctgccttgca tggacgaact cacaggcagg aatgggttgg cttgggtggg gacatcctgc 360 
aggttccacc ctcatgttgg ttcatcttca acattgtact gacttcttcc cacttgacat 420 
tcctcaaggt cctgtgatca tggctgggtc tagtgaggtt caaacctgca ctgccctacc 480 
cacacccaca cccagctcag cgtcagtcag gatcaacaat tacctagaga tcatctttct 540 
ggggcttaag cattggtggg agcagatggg atatgagctg gggatttggg aatgggggaa 600 
gatatctgct ccccctcccc ctacacccta gccttttaaa aggccttctc aggtcagaga 660 
ccaggagaaa agtataggag agatacacaa tggaccagga agaagaaaag ggagagggag 720 
gctcagacct tctagacaag gtaagagggc tctggctgac tccaccatcc gcttcttgag 780 
gtctcggcac ctgtaattga caagattaat tcatttatag ggcatctaat tagcaagcaa 840 
gtctctggag tcccctgacc cagttactat aacacacagg gggtataggt aggagagtat 900 
aagagcccct cctcagggca aatgaatgga ttcttagtac tgtcccccaa gagatagtag 960 
gtactaggat ttaggggcac ttctgagccc catttccctg gtaagtgtcc caacccccca 1020 
aatcaaccca agcctggtct caatctagga cagtggtaga atgctgtccc tagagtcagt 1080 
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accatgtgaa attgtgctgc aggcaggggc cccaggctgg gaggtggggg ttgggggagt 1140 
cagggcaggt cagggaagga gactcaggtt tcatttagag aaattctgca gacccgtgag 1200 
gactatggtg agagcagaga tgggaaggca ggcactgttt cgggtggatg ctgtctggaa 1260 
gacagggaag gcacagacca aactaaacca atcacgtctg tccccaaggc aggttcaccg 1320 
gaccaggaag gcttcttcaa cctgctgacc cacgtgcagg gcgatcgg atg gag gag 1377 

Met Glu Glu 
1 

cag cgc tgt tec ttg cag get ggg cca ggc cag aac cca gaa age c 1423 
Gin Arg Cys Ser Leu Gin Ala Gly Pro Gly Gin Asn Pro Glu Ser 

5 10 15 

gtaagcaggg cgtgattggg ccgtgtgtgt gtgtgtgtgt gtgtgtgtgt gtgtgtgtgt 1483 
gtgtggcagg agtgctgggg ttctgggatc ttgtggatct tgggactcag gatggggtct 1543 
gtattcatgc ctgcctgtct ctgctccaag cag ag ggt ggc cct get cca gag 1596 

Gin Gly Gly Pro Ala Pro Glu 
20 25 
atg gac aat etc atg gat atg ctg gtc aac acc cag ggc cgc cgc atg 1644 
Met Asp Asn Leu Met Asp Met Leu Val Asn Thr Gin Gly Arg Arg Met 

30 35 40 

gac gac cag cgt gta aca gtt aat tec ctg cct ggc ttc caa cct ate 1692 
Asp Asp Gin Arg Val Thr Val Asn Ser Leu Pro Gly Phe Gin Pro lie 

45 50 55 

ggc ccc aag gtaggtgatg tccagattac ctgtgagact ccacatagct 1741 
Gly Pro Lys 
60 

ctctaaatct atgacctgtc tctaggcagg aaaggagagg accctatgaa caegtaaagt 1801 
gctatgggct taaggtcagg tggcaggact catgetagtg cagaactatg gctggaaatt 1861 
acagttcctg ctccaacatc tgtatatttg ggagaggeca cagggagaaa acaggcagtt 1921 
ttcctggaag gcatatgaat gcatacccct ataaatcaat gaagagtagg gcttctgttt 1981 
gggagtgttt tgctttattg tttttgagac agggtttcat gtagctctgg ctggcatgtt 2041 
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ctcctacatg tgcatcctgg gttctgggat aacaggtgtg agtcaccatg agtgatgtat 2101 
gtgggtaggg atagaaccca gggctttgat gcagtctcta tcaactgagc tccagcccca 2161 
gccctatgtc tgtgtacatt agcatacatg tttagagctc cgggcacacg tgtgcacacg 2221 
caggtggagg ccagaagtca atctcctgcc ctgggagctt tcagtgccct ggaactccag 2281 
gtagatcagg ctctctagct aggaagccct tgggatcctc ctgactctta agcactgaga 2341 
ttacaagtgc ataaacccac acctggctta aactcaggtc ttcaaatgag catagcaagg 2401 
atttcaatga ctgagctatc ttctcaactc aactgtttgt ttgtttgttt tagtatttag 2461 
ctttgaactc aaaataatcc tcctgcctgt ttcttgagta ctgggattac aggtatacac 2521 
taacaggcca atgtctgacc aaataccacc accctaatta gcagacgaaa aaaaaacatt 2581 
gtttggaggc acttctgact tgcactttcc ttggtcccct ccctccgtct gacccttctt 2641 
catccccag gat gga atg cag aaa cga cct ggg acc etc age cct caa 2689 
Asp Gly Met Gin Lys Arg Pro Gly Thr Leu Ser Pro Gin 
65 70 
ccc ctg etc acc cct cag gat cct get gca etc age ttc cgc agg aac 2737 
Pro Leu Leu Thr Pro Gin Asp Pro Ala Ala Leu Ser Phe Arg Arg Asn 

75 . 80 85 

age age ccc cag ccc cag aca caa get cct tgagagttct agccatcctg 2787 
Ser Ser Pro Gin Pro Gin Thr Gin Ala Pro 
90 95 

ggcctcccac tggcccctga aaacaataaa acacttggca ctagcaacaa agagttgagt 2847 
gtgtgttatt ttctgtggtg gggaagggag ctgggacttg aggaactgaa ggtctcagga 2907 
getctgetgg gcagcttgaa gaagtctctc ttctttctgc ttceggatet tetgettaaa 2967 
ttcttctagc tcctggcgct ggaatgggga aaggggtgtg atgggaagga aggaagagta 3027 
caggcctcac agectggact cactcacact atcctccctt tggcttcaga gttcagtatc 3087 
cacactggga gccccatgcc aatcacaatc actgtacaag tgagttcagc ttcatccctc 3147 
ggggaaaagg taatatgtga caccatttgt gccctcccct ctttttaaga tggggtctca 3207 
tatactacag getagecttg agctcaccag geggcagaga atagecagaa ttctcaatcc 3267 
tcttgcatcc atctcctgag tgctggaatg ctggaattac agcttcctct cctgtctccc 3327 
tctctctatc cccatgcagc ccaggctagc ttcaatctga tactcctcct actcctcctt 3387 
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ccaagtgtcc gtaggtatac accatcacaa acaacaagaa acctttatgg agacaaggtc 3447 
tctagcccag gctagtctgg aattcctact cagtctgctg cttccacttt cctacctatg 3507 
gctgagggtg aaatctttat tccaagccca actaggtaag agtgactcag ctccttgggg 3567 
aaaacaggtt actgacctga ccctccttct ctcttggcca cagctccctc tgtggaacaa 3627 
agtcacaggt gagaacacaa ggcaggagaa tccagagccc cacatccaca acagggttga 3687 
ctcatgagag gcagacaatg gatctcaata gcaagttggt gcttcatacc ctcccttccg 3747 
caggaattat ccatcaagca ctttgatacc caccttacgc tggacaacat agtcctcaaa 3807 
ccactcagcc tgattggaga tccagaacat aaccacgggg aaagtgaggt agagggacat 3867 
ctgtaaaagc agaggtgggt ggagcacagg gagattgcag ggaagcccaa aggacaggtc 3927 
cggagctc 3935 

<210> 3 
<211> 3279 
<212> DNA 
<213> Mus musculus 

<220> 
<221> CDS 
<222> 891.. 1379 

<400> 3 

atctctgtct ccaccactca gaggcactca cagactccag ttctgccatc tgtccacata 60 
cactgcctgg gttccacctc ccactgacat tcccttgtag gtccccagct tcttccctgg 120 
cctcacgtct cccatgggag gtggaggatc agtttaggcg gaatggctgg taggattttg 180 
gtggacgtga gagccaatcc tgtggctatg tggttggatc gatcaaacca cggcctctgg 240 
gagccgagcc agccgtctgt ctggcagatg atttgggatt tgagagctgc aggttcagat 300 
gggaggtgac agtgggctgg gtcctgatgg tgataaagga gagggagaca ccagggcacc 360 
tgacaggacc tgacaggggc tatgacagag tggggtgggg ggtgcggagg aggaggcaac 420 
catggaaagt tggcttggct gactacagaa aactgaaatg tgtgccaccg gtgctacccc 480 

7/10 



gccctgccac ctetttcctg gacagtcttc ggttacctcc atgtgtctat aacctcacct 540 
atctcccaac agcgctgtgg agtattccat tcttcacaaa caagcaaagc tccagcttgc 600 
cactaccact gtagtcaagg tggttgccac agcagttgat atcagtgctc tggtccccag 660 
ggagcccatc accctccagc ctgcctacag cacagcttta ccagttagga ggcagttgga 720 
cacacacact cctgtgtccc ctgttctgag aactgggtgg ggccagaaag gctggaaagg 780 
gaggcgggcc ttcaggtggc ctcttctctt ggcatcggag gatccagccc acttgattcc 840 
ctgacgctgg tggtagtggt ggcagtggca atcgctgtag cacttgggcc atg gca 896 

Met Ala 
1 

gag gat ggg ccg cag aag cag cag ctg gag atg ccg ctg gtt ctg gac 944 
Glu Asp Gly Pro Gin Lys Gin Gin Leu Glu Met Pro Leu Val Leu Asp 

5 10 15 

cag gac ctg acc cag cag atg egg etc cga gta gag age ctg aag cag 992 
Gin Asp Leu Thr Gin Gin Met Arg Leu Arg Val Glu Ser Leu Lys Gin 

20 25 30 

cgt ggg gag aag aag cag gat ggt gag aag ctg ate egg ccg get gag 1040 
Arg Gly Glu Lys Lys Gin Asp Gly Glu Lys Leu He Arg Pro Ala Glu 
35 40 45 50 

tec gtc tac cgc etc gat ttc ate cag cag cag aag ctg cag ttc gat 1088 
Ser Val Tyr Arg Leu Asp Phe He Gin Gin Gin Lys Leu Gin Phe Asp 

55 60 65 

cac tgg aac gtg gtt ctg gac aag ccc ggc aag gtc acc ate acg ggc 1136 
His Trp Asn Val Val Leu Asp Lys Pro Gly Lys Val Thr He Thr Gly 

70 75 80 

acc teg cag aac tgg acg ccc gac etc acc aac etc atg aca cgc cag 1184 
Thr Ser Gin Asn Trp Thr Pro Asp Leu Thr Asn Leu Met Thr Arg Gin 

85 90 95 

ctg ctg gac ccc gee gee ate ttc tgg cgc aag gaa gac tec gac gec 1232 
Leu Leu Asp Pro Ala Ala lie Phe Trp Arg Lys Glu Asp Ser Asp Ala 
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100 105 110 

atg gat tgg aat gag gca gac gcc ctg gag ttt ggg gag cgc ctt tct 1280 
Met Asp Trp Asn Glu Ala Asp Ala Leu Glu Phe Gly Glu Arg Leu Ser 
115 120 125 130 

gat ctg gcc aag ate cgc aag gtc atg tat ttc etc ate acc ttt ggc 1328 
Asp Leu Ala Lys He Arg Lys Val Met Tyr Phe Leu lie Thr Phe Gly 

135 140 145 

g a g gg c gtg gag cct gcc aac eta aag gcc tct gtg gtg ttt aac cag 1376 
Glu Gly Val Glu Pro Ala Asn Leu Lys Ala Ser Val Val Phe Asn Gin 

150 155 160 

etc tgatgacagc cctggctgcc ctacccctgg ccccacctct cccttgcctg 1429 
Leu 

gatctccttc ctcatgtgta tttgggggac attcttctag ctgctcctcc tgtgctcatc 1489 
ttggccagag ttcccccgag tgctacatcc cctccttttc cctggtgcca gtgetgegge 1549 
tcacagtgat gtcccatggc teegtagtet agatctagaa geeggatget gctactatag 1609 
actgtagagg ccttttgggt ccacgtggga agatggatgg gccccctgtg gtgaagagcg 1669 
ggactgagag ataaagagac tgaccaagag atgeaaaegg ccagcactga ttcctccctt 1729 
cagggaeggg agactgagac tggacaggaa caccttccgg ggaacctggc aagaaggcgt 1789 
ttgccctgct ggecaaaget ggagccagga ggegaatgee cagcctctgg cagcaggaag 1849 
gttctcctcc cagtgtcggc agcagcccgc tgtgacctta gggccttcaa gacactgggc 1909 
aggatgacag eggggcttga tetgactget tttccaggtc tgggcctggt ttttatggag 1969 
aagtgagaga gtgtgtagaa actgaaacaa ctctagccac ccacgctcat atgggtattg 2029 
agagatggca taactatttg tatggatgtg ggcctgaggg ctagtcttgg tgaggagtaa 2089 
ggctaacttt agtttaatta ttgagctggt actggcttgt gggcttggtg gaggtgatcc 2149 
tgactgaggc gtccttggtg cagtgctttt tgaactggga gactgagact cgaatggtgt 2209 
agcagagtta gaggggtcca gggctctgag ctagcaacag tgatgtccct gttaggaagg 2269 
ctggcatttg ctgctcgctg gtgttgtgcc ctgctgtcac ccccctgggc atatcctggc 2329 
tgttctcctg gagtgeagae ccctaagtaa ggcttgggtg ggggcagtta ggatgcctga 2389 
cgtctgaagt gggctggagc tatctgactg tgatgcctaa actgacagga aaacggtggc 2449 
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acagttagca ggttcagctc taccccaagt ctcattgtcc ctcgccttgc acatcctgaa 2509 
agccttccat tgcctgttac ctagcatcag ccagaggtac ctcagcagtg tcccctgact 2569 
gtctcaaggc tgcctccctc gggcatactg aaggtaggat ctgtcccagc tggtgagctg 2629 
ccaggactgc aaaccccagc tcaggtgcag gattctggag gcaggagata ggctgtggta 2689 
ccggtgtctc ttgagccggt gcctctgctc cataacatgc ttgccgaagc actggccggt 2749 
gcttctggat tctgctgact ctagggagcc acacccagac agtgcctctg cctttctgct 2809 
tctcttcctg acctctccct acagctttag agaccccttt ggttcacact gcctgtgccc 2869 
caactctgcc tcactcggat ccgtctgccc tgtggggaca tgagtgtctc tgttgtgcct 2929 
gtttcacaat aaagactgtg tgccctcccc tctgtggtgt ggtgtgtgtg cctccgtggt 2989 
gtggtttgca catcttgctg caagcccata gcatcagaat ccttctctca tgggccctgt 3049 
agctctgagc aactccaccc tgccagcctt gaggatgagg ccgagtcgtg agatctctca 3109 
tgaggattga gtttcacctg tcagccaggt ttcctggctg ccctgcaggt accaatcctc 3169 
tagggtatga aagagcatgc taaagctatg cttggggcag gggagtgtag cgggtaggac 3229 
tgatactaat ttagcttggt cttggtcact gtttggctgt gccctctaga 3279 
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